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Targeted Sequencing with NGS for Low-cost

and Precise Detection of Genetic Disorder

5 CELEMICS

Accelerating Lifescience with Technology

ProblemLimitations of Conventional Genetic tests! Solution NGS-based Targeted Sequencing

High cost for multi-gene analysis [ — Low cost analysis for multiple genes
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1.KRAS :$150 ALK EGFR BRAF EGFR Amplification
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